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QlAseq Targeted DNA Panels: 248D 35 5 DNA Z Ef## T
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Human Breast Cancer Panel (12) 333502 DHS-001Z-12 177,000 106,200
Human Colorectal Cancer Panel (12) 333502 DHS-002Z-12 177,000 106,200
Human Myeloid Neoplasms Panel (12) 333502 DHS-003Z-12 177,000 106,200
Human Lung Cancer Panel (12) 333502 DHS-005Z-12 177,000 106,200
Human Actionable Solid Tumor Panel (12) 333502 DHS-101Z-12 177,000 106,200
Human BRCA1 and BRCA2 Panel (12) 333502 DHS-102Z-12 177,000 106,200
Human BRCA1 and BRCA?2 Plus Panel (12) 333502 DHS-103Z-12 177,000 106,200
Human Pharmacogenomics Panel (12) 333502 DHS-104Z-12 177,000 106,200
Human Mitochondria Panel (12) 333502 DHS-105Z-12 177,000 106,200
Human Inherited Disease Panel (12) 333512 DHS-3011Z-12 265,000 159,000
Human Comprehensive Cancer Panel (12) 333512 DHS-3501Z-12 265,000 159,000
Human Tumor Mutational Burden Panel (12) 333802 DHS-6600Z-12 542,000 325,200
QlAseq 12-Index | (48) 333714 154,000 92,400
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QlAseq Targeted DNA Pro Panels: FFPE |C&xiE1L I 117 DNA Z B2 AT

e

e DIHGHETRT 57— 70—
FFPEY U ILICERBIL SN0 —o 70—

®

o E-XBERIS1EIDH

o NABLTFAR—FRETERHAMDHZ—I T TH AR

TR BWRES  Gene Globe ID ﬁg/ggﬁ):mm 40% OFF fiif
Human Hereditary Breast and Ovarian Cancer Panel (12) 333651 PHS-201Z-12 209,000 125,400
Human Hereditary Colorectal Cancer Panel (12) 333651 PHS-202Z-12 209,000 125,400
Human Hematologic Malignancy Panel (12) 333651 PHS-203Z7-12 209,000 125,400
Human Hereditary Prostate Cancer Panel (12) 333651 PHS-204Z7-12 209,000 125,400
Human Hereditary Pancreatic Cancer Panel (12) 333651 PHS-205Z-12 209,000 125,400
Human Comprehensive Hereditary Cancer Research Panel (12) 333661 PHS-3200Z-12 313,000 187,800
Human Breast Cancer Focus Panel (12) 333651 PHS-101Z-12 209,000 125,400
Human Colorectal Cancer Focus Panel (12) 333651 PHS-102Z-12 209,000 125,400
Human Myeloid Neoplasms Focus Panel (12) 333651 PHS-103Z-12 209,000 125,400
Human Brain Cancer Focus Panel (12) 333651 PHS-104Z-12 209,000 125,400
Human Lung Cancer Focus Panel (12) 333651 PHS-105Z-12 209,000 125,400
Human Comprehensive Cancer Focus Panel (12) 333661 PHS-3100Z-12 313,000 187,800
Human Breast Cancer Research Panel (12) 333651 PHS-001Z-12 209,000 125,400
Human Colorectal Cancer Research Panel (12) 333651 PHS-002Z-12 209,000 125,400
Human Myeloid Neoplasms Research Panel (12) 333651 PHS-003Z-12 209,000 125,400
Human Brain Cancer Research Panel (12) 333651 PHS-004Z-12 209,000 125,400
Human Lung Cancer Research Panel (12) 333651 PHS-005Z-12 209,000 125,400
Human Comprehensive Cancer Research Panel (12) 333661 PHS-3000Z-12 313,000 187,800
QlAseq Targeted DNA Pro UDI (12) 333441 33,000 19,800
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QlAseq Targeted Methyl Panels: CpG TEIS{ D E EHI X F)L{L BT
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QlAseq Targeted Methyl Human Breast Cancer Panel (8) 335501 MHS-001Z-8 309,000 185,400
QlAseq Targeted Methyl Human Colorectal Cancer Panel (8) 335501 MHS-002Z-8 309,000 185,400
QlAseq Targeted Methyl Inmuno-Oncology Panel (8) 335501 MHS-201Z-8 309,000 185,400
QlAseq Targeted Methyl T Cell Infiltration Panel (8) 335501 MHS-202Z-8 309,000 185,400
QlAseq Methyl DNA 8-Index Kit 335580 80,500 48,300
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RNA Fusion XP Human Leukemia Panel (12) 334602 JHS-001Z-12 159,000 95,400
RNA Fusion XP Human Solid Tumor Panel (12) 334602 JHS-002Z-12 159,000 95,400
RNA Fusion XP Human Lung Cancer Panel (12) 334602 JHS-003Z-12 159,000 95,400
RNA Fusion XP Human Lymphoma Panel (12) 334602 JHS-004Z-12 159,000 95,400
RNA Fusion XP Human Sarcoma Panel (12) 334602 JHS-005Z-12 159,000 95,400
RNA Fusion XP Human Oncology Research Panel (12) 334602 JHS-3001Z-12 159,000 95,400
RNA Fusion XP Human Pan Heme Panel (12) 334602 JHS-30022-12 159,000 95,400
QIlAseq 8-Unique Dual Index Set A (48) 333715 184,000 110,400
QlAseq 8-Unique Dual Index Set B (48) 333716 184,000 110,400
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QIAseq RNA Fusion XP Panel: Workflow
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QlAseq Multimodal Human Lung Cancer Panel (12) 334932 QHS-005Z-12 404,000 242,400
QlAseq Multimodal Human Sarcoma Panel (12) 334932 QHS-006Z-12 404,000 242,400
QlAseq Multimodal Human Leukemia Panel (12) 334932 QHS-009Z-12 404,000 242,400
QIlAseq Multimodal Human Pan Cancer Panel (12) 334942 QHS-5000Z-12 606,000 363,600
QlAseq Multimodal Index | (12) 333962 107,000 64,200
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