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Longitudinal Single-Cell Transcriptomics Reveals a Role for Serpina3n-Mediated Resolution
of Inflammation in a Mouse Colitis Model
https://doi.org/10.1016/j.jcmgh.2021.04.004

WV TTYRETHW\AINLYD NEW! .
ey Swift 25™ TURBO V2

Yield ng/ul

L'F?rfry 'an“)t (PCR inAS'E'}?t”(ebd ) Dups 'v(':if‘/” Cov 20x Cov 30x Cov 40x Cov 50x
b 9 cycles) b

Turbov2-1 97 (5) 235 0.78% 49.1  97.3%  89.4%  70.9%  45.9%
Tubov22 oo 95 (5) 233 0.51% 427  96.0%  83.6%  57.6%  29.1%
Comp-1 78 (5) 211 0.35% 485  97.2%  89.5%  70.0%  44.1%
Comp-2 84 (5) 212 0.28% 415  959%  82.3%  54.2%  25.4%
Turbov2-1 68 (8) 226 150% 488  97.4%  89.4%  69.9%  44.6%
Tubov22 o 73 (8) 223 117% 425  96.0%  83.0%  56.2%  28.7%
Comp-1 98 (11) 250 161% 47.8  96.3%  86.5%  66.7%  42.2%
Comp-2 91 (11) 253 123% 419  945%  79.0%  53.1%  28.3%
Turbov2-1 78 (11) 229 88% ) 421  96.2%  825%  54.7%  27.3%
Tubov2-2 77 (11) 227 6.8% | 371  93.9%  73.7%  39.7%  13.9%
Comp-1 100 (17) 316 46.6% | 139  143%  098%  0.11%  0.08%
Comp-2 103 (17) 315 415%) 125  8.89%  0.42%  0.09%  0.06%
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Chromosome-scale genome assembly of Japanese pear (Pyrus pyrifolia) variety ‘Nijisseiki’
https://doi.org/10.1093/dnares/dsab001
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Systematic evaluation of library preparation methods and sequencing platforms for high-

throughput whole genome bisulfite sequencing
https://www.nature.com/articles/s41598-019-46875-5
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https://doi.org/10.1093/dnares/dsab001
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Accel-NGS™ 1S DNA Library Kit (1&#DNA/#EEDNANS D51 TS U5EE)
_ ™ . . . ®
10024 ,(AZCXer;rI:ISC;S 1S Plus DNA Library Kit for Illumina 24 156,700 125,360 5,223
_ ™ . . . ®
10096 Accel-NGS™ 1S Plus DNA Library Kit for Illumina 26 561,500 449 200 4 679
(96 rxns) ' '
Swift 25™ Turbo v2 DNA Library Kits (2ZDNAR)F. BRIC & BRTHLE)
46024 [Swift 2S™ Turbo v2 DNA Library Kit (24 rxns) 24 69,300 55,440 2,310
46096 |Swift 25™ Turbo v2 DNA Library Kit (96 rxns) 96 265,300 212,240 2,211
Accel-NGS™ Methyl-Seq DNA Library Kit (t15)L771MU2%DNAR)
_ ™ _ H : : ®
30024 ézcs(lnlglGS Methyl-Sea DNA Library Kit for Illumina 24 257.000 205,600 8,567
_ ™ _ . . . ®
30096 é(écg(lnI;lGS Methyl-Sea DNA Library Kit for Illumina 96 932,200 745,760 7,768
1TV IRATH TH—F Y (Single, Dual) &s175umm+yrE)
X6024 Swift Single Indexing Primer Kit Set 24 19,400 15.520 647
A (12 plex) '
TruSeq
Swift Combinatorial Dual Indexing QL
X8096 | BrimerKit (96 plex) 96 77,700 62,160 648
égglgg Swift Set $1/52/S3/S4
X87192/ Combinatorial Dual Indexing Primer 192 154,500 123,600 644
X88197 Kit (192 plex)
Swift Set S1-S4 Combinatorial Dual Swift
X89768 | 1 dexing Primer Kit (768 plex) #IE%TID 768 | 618,300 494,640 644
|
Swift Unique Dual Indexing Primer
X9096 | it (24 plex) 926 77,700 62,160 648
Swift Unique Dual Indexing Primer
X90384 | [t (96 plex) 384 | 310,700 248,560 647
X _FERMM&(ERBIREE T I . BB, AF v R—2DEFERLKETIBDHEENTINET,
%S4 JSURARTE Y MI(ELow EDTA TERMIELE Y,
XAFY NIATBICOMERTEET, ZIBENDSIOZOFHRE L TOFBRETEEEA.
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